GENETICS 


A PERIODICAL RECORD OF INVESTIGATIONS 
BEARING ON HEREDITY AND VARIATION 


Founded in 1916 
by 


GeorGE H. SHULL 


with the cooperation of 


WiuiaM E. Caste Brapey M. Davis Herbert S. JENNINGS 
Epwin G. CoNKLIN Epwarp M. East Tuomas H. Morcan 


B. DAaveNporT Ro.uins A. EMERSON RAYMOND PEARL 


VOLUME 95, MAY-AUGUST, 1980 


+ 
4 
3 


GENETICS VOLUME 95, MAY-AUGUST, 1980 


EDITORIAL BOARD 


GerorcE LeFevre, Editor 
California State University at Northridge 


Westey T. Apams (1983) Tuomas C. KaurmMan (1984) 

Oregon State University Indiana University 

Satity Lyman ALLEN (1982) James F. Kipwett (1981) 

University of Michigan Brown University a 
Wyatt W. ANvErson (1981) GisELa Mosie (1981) 
University of Georgia Vanderbilt University 

DororHeA BENNETT (1981) Masartosut Nex (1982) 

Memorial Sloan-Kettering Cancer Center University of Texas at Houston 

Davin Borstern (1985) Mary Lou (1984) 


Massachusetts Institute of Technology 


Joun E. Boynton (1983) 
Duke University 


CuHovnick (1982) 
University of Connecticut 


Joun W. Drake (1980) 
National Institute of Environmental 
Health Sciences 


Massachusetts Institute of Technology 


Ronan L. (1983) 
University of Minnesota 


Frank H. Ruppte (1983) 
Yale University 


Davin ScHLEssINGER (1982) 
Washington University Medical School 


Harrison Ecuots (1981) Frep Suerman (1981) 
University of California at Berkeley University of Rochester 
Warren J. Ewens (1984) Carotyn W. Starman (1982) 


University of Pennsylvania Yale University 


Rocer E. Ganscrow (1983) C. (1984) 
Children’s Hospital Research Foundation University of Vermont 
Dantet L. Hartt (1982) Conrap F. (1983) 


Purdue University University of British Columbia ; 


Rosert K. Herman (1984) Bruce Wer (1982) 
University of Minnesota North Carolina State University 


Evizasetu Jones (1984) SHELDon Wo rr (1982) 
Carnegie-Mellon University University of California at San Francisco 


Copy Editor, Barry JANoFF 
Editorial Assistant, SairLEy Hartman 
Business Manager, Water E. NEAL 

Assistant Business Manager, Connie S. HuFNAGEL 


PUBLISHED AT AUSTIN, TEXAS 
by the Genetics Society of America 
Printed at the University of Texas Printing Division, Austin 


+ 
| 
‘ 


= 
: 
= 


* 
a 


Anperson, S. M., 1013 
ANXOLABEHERE, D., 743 


BaveEr_e, R.. 545 
Besson, J., 797 
Bennown, P., 39 
Bere, H., 905 
Bincuam, P. M., 341 
Brabtey, B. P., 1033 
Briscog, D. A., 727 
Britten, R. J., 81 
Bryant, S. H., 1023 


CampBELL, A. M., 1 
Cavenacu, M., 49 
Cuaron, N. W., 1 
Cuovnick, A., 95 
Ciccuettrt, R., 399 
Cuark, S. H., 95 
Conen, J., 797 
Cooper, D. W., 413 
Corvuzzr1, G., 891 

Cox, B. S., 589, 611 
Cox, G. N., 317 
Curertson, M. R., 833, 855 
Cummincs, M. R., 81 
Cummins, C. M., 855 


Davinson, E. H., 31 
Detosme, M., 39 

LL, R. E., 367, 383 
Dickson, R. C., 877 
C. J., 159 


Ecxarpt, F., 63 
Ecxkstranp, I. A., 693 
Epear, R. S., 317 

EncE W. R., 111 


Fincuam, J. R. S., 305 
Fink, G. R., 833, 855 
R. B., 451 
Fieuriet, A., 459 
Forpe, B. G., 443 
Fouts, D. L., 673 
FranxkHaM, R., 727 
Ganer, R. F., 855 
Garrett, R. H., 649 


Gepart, W. M., 95 
Goopman, M. M., 225 
Gornon, G. H., 159 
Gortuies, L. D., 171 
Gratia, J.-P., 525 
Gunn, R. E., 443, 451 


L. C., 961 
Harasuima, S., 819 
HasenKampr, C. A., 971 
Haynes. R. H., 63 
Henriques, J. A. P., 273 
Hix, W. G., 477 
A. J., 95 
Hrraizumi, Y., 693 
Hyortn, J. P., 129 
Hoveu-Evans, B. R., 81 


Jacops-Lorena, M., 81 


KaurMman, T. C., 367, 383 
KercHren, M., 305 
Kettey, W. S., 15 
R. J., 443, 451 
Kimser, G., 159 
Kinsey, J. A., 305 
Kuar, A. J. S., 631 
KreirTman, M., 467 
Kriner, H. M., 661 
Krimpas, C. B., 757 
Kuscu, M., 317 


J. S., 317 
Leaver, C. J., 443 
Levine, B. I., 661 
Levine, J. H., 905 
Lewis, J. A., 905 
Lewis, R. A., 367, 383 
Li, W.-H., 237 
LiepMan, S. W., 49 
Livi, G. P., 259 
Loukas, M., 757 
Loverre, A., 399 
Luccuest, J. C., 355 


Mackay, V. L., 259 
Macutrg, M. P., 143 
Mann, R., 855 


AUTHOR INDEX 
to Volume 95, May—August, 1980 


Manning, J. E., 673 
Mans, R. J., 961 
Martin, D. W., 693 
Mascra, P. N., 985 
Masson, A., 39 

May, B., 707 
McDona tp, J. F., 1013 
MeEnzEL, M. Y., 971 
Mitton, J. B., 1043 
Mo t, R. H., 225 
Morean, K., 757 
Moustaccut, E., 273 
Munbpy, C. J., 589 


Neurrer, M. G., 929, 945 
Newton, K. J., 425 
Norman, R. A., 187, 1001 
NurtHen, R. K., 727 


Ouiver, R. J. C., 443 
OprenHEIM. D. S., 785 
Osuima, Y., 819 
Owersac#, D., 129 


Patme_r, R. G., 985 
Pamito, P., 1055 
Pierce, B. A., 1043 
W. E., 413 
PraxasH, S., 187, 1001 
Preston, C. R., 111 


Reep, S. I., 561, 579 
Rosson, G. E., 289 
Roeurpanz, R. L., 355 
Roose, M. L., 171 


Santos, M., 1013 
Scuarrer, H. E., 225 
Scuwartz, D., 425 
SuarMan, G. B., 413 
Sueetz, R. M., 877 
SHERIDAN, W. F., 929, 945 
M., 305 
L., 769 
M., 503 
SraLke_ER, H. D., 211 
Stamm, S. C., 1 
SToNEKING, M., 707 


Sruser, C. W., 225 


P., 367 
Tanemuri, S., 545 
Ten, S.-J., 63 
Tomsetr, A. B., 649 
Trippa, G., 399 
Turre, M. F., 589, 611 
Tuscuar, D. M., 961 


Tzaco.orr, A., 891 


Unpersrink, K, M., 833 


Vanpvesere, J. L., 413 
Varvio-Ano, S-L., 1055 


Waxrmoro, B. T., 383 
Wer. B. S., 225, 477 


WE KER, D. L., 289 
K. L., 289 
Witson, S. R., 489 
Wricnr, J. E., Jn., 707 
Wv. C.-H., 905 


Yanorsky, C., 785 
Yesvosnick. B., 661 


ZIMMERMAN, J. L., 673 


j 


SUBJECT INDEX 
to Volume 95, May—August, 1980 


abo (abnormal oocyte), 661 
adaptation, 1013 

ADH, 467 

alcohol dehydrogenase, 171, 467, 1013 
allozyme frequency changes, 225 
allozymes, 225 

allozymes, amylase, 187 

am mutants, 305 

amylase allozyme activities, 187 
aneuploids, 289 

antennapedia gene complex, 367, 383 
anthranilate synthase, mutant forms, 545 
antisuppressor, 49 

asymmetry of development, 1033 
auxotrophs. search for, 945 


bacteriophage, 525 
bacteriophage, lambda, 1 
B-galactosidase, 877 
biotin, 1 

bobbed, 727 

brittle-2, 961 


cassette model, 819 

Caenorhabditis elegans, 317, 905 

cell surface-nucleus relationships, 797 
chlorophyll deficiency, 985 

cholinergic mutants, 905 

chromosome fragments, 289 
chromosome pairing, mathematics of, 159 
climatic selection, 211 

clustering of crossover cells, 143 
comparison of fly egg RNAs, 81 
complex loci, 367 

conditional missense mutations. 545 
controlling element model, 819 

cotton, 971 

crossover site determination, 143 
cuticle, 317 

cytoplasmic gene, UV mutagenesis, 611 
cytoplasmic inheritance, 985 
cytoplasms, classification of, 443, 451 
cytotype, distribution of, 111 


defective kernel mutants, 929, 945 
deletion mapping, 95 

deletions, 525 

Dictyostelium discoideum, 289 
DNA polymerase I, 15 


drift and selection, 769 

drift, genetic, 477 

Drosophila, 1023, 1033 

Drosophila melanogaster, 81, 95, 111, 211, 
341, 367, 383, 459, 467, 661, 673, 693, 
727, 743 

Drosophila pseudoobscura, 187 

Drosophila subobscura, 757 

duplicate loci, 707 

duplication, phage genes, 1 


egg RNA complexity, 81 

electrophoresis, 467 

embryo culture, 945 

embryonic development, mutants affecting, 
945 

endosperm, mutants affecting, 945 

error-prone repair, prereplicative, 63 

Escherichia. coli, 1, 785 


finite effective population size, 489 
flight and inversions, 211 

flight and temperature, 211 
fluctuating environment, 1033 
frameshift suppression, 833, 855 
frequency-dependent selection, 743 


gene-chromosome relationship, 95 
gene duplication, 171 

gene expression, 785 

gene loss at duplicate loci, 237 
gene number, D. melanogaster, 673 
gene regulation, 341 

genome differentiation, 971 
glutamate dehydrogenase, 305 
Glycine max, 985 

Gossypium hirsutum, 971 
Gossypium mustelinum, 971 
Gossypium tomentosum, 971 


heterochromatin, 661 
heteroduplex repair, 63 
heterozygosity, killifish, 1043 
homoeotic mutations, 367, 383 
homology, of chromosomes, 971 
homothallism, 819 

hybrid dysgenesis, 111 
hybridized genome, 707 


| 
} 


in situ encapsidation, 525 
inbreeding. 477 

interchange of cell types, 631 
inversions and climate, 211 
inversions, gene associations, 187 
isozyme loci, 707 


kangaroo, 413 
Kluyveromyces lactis, 877 


lactose, 877 

lambda bacteriophage, 1 

lethal complementation map, 95 
levamisole-resistant mutants, 905 
linkage disequilibrium, 187, 477, 757 
linkage mapping, 707 

loss of duplicate genes. model of, 237 
loss of duplicate genes, rate of 237 


maize, 143, 225, 425, 443, 451, 929, 945, 961 
maize MDH genes, 425 

malate dehydrogenase in maize, 425 

male recombination factors. 111 

male sterility. 693 

mapping MDH genes, maize. 425 

mating system, 477 

mating-type conversion. 819 

mating-type regulation, 259 

mitochondrial DNA, 443 

mitochondrial DNA, suppression. 891 
mitochondrial proteins, 451 

MMS sensitivity, 259 

mouse, 129 

Musca domestica, 81 

mutable allele, 341 

mutagenesis, cytoplasmic determinant, 611 
mutational mosaicism, 63 

mutational variants, 305 


nematode, 905 

Neurospora, 305 

Neurospora crassa. 649 

nit mutants, 649 

nitrate assimilation, 649 

nitrate reductase, 649 

nitrite reductase, 649 
nonadenylated mRNA, 673 
nonsense suppression, yeast 589 
nonsense suppressors, 49 


omnipotent suppressors. 49 
P factors, 111 


packaging of viral DNA, 525 
Paramecium tetraurelia, 797 


parasexual genetics, 289 

parotid secretory protein, 129 
phage ¢y, 525 

phage P1, mechanism of transduction, 15 
phosphoglycerate kinase, 413 

polA fine structure, 15 
polymorphism, 459 

polymorphism maintenance, 743 
population genetics, 743 
populations, natural, 211 
pseudolinkage, 707 

[psi], UV mutagenesis, 611 
psoralens, photo-addition, 273 
pyrophosphorylase, isoenzymes, 961 


quantitative genetic variation, 727 
quantitative variation, 129 


recombination, 525 

ribosomal DNA, abo effects, 661 
roller mutants, 317 

rosy locus environs, 95 

rRNA tandom, 727 


Saccharomyces cerevisiae, 273, 631 
Saccharomyces, suppression, 589 
Saccharomyces, UV mutagenesis of [psi], 611 
salivary amylase, 129 

Salmonella typhimurium, 545 
Salvelinus, 707 

segregation distorter, model of, 693 
selection and drift, 769 

selection, artificial, 769 

selection in maize populations, 225 
sexual and larval selection, 743 
shrunken-2, 961 

sigma virus, 459 

soybeans, 985 

species hybrids, 971 

stabilizing selection, 1033 
Stephanomeria exigua, 171 

sterility, female, 111 

subunit composition of isozymes, 425 
suppression, yeast, 589 


tetraploid fishes, 237 
transducing phage, 1 
transduction, 525 
translational coupling, 785 
translational polarity, 785 
translocations, 971 
transposable elements, 961 
transposable genes, 631 
transvection, 341 

transovarial transmission, 459 


=, 
= 


trp operon expression, 785 
tryptophan operon, S. typhimurium, 545 


ultrastructure, soybean mutant, 985 
ultraviolet, 273 

unequal crossing over, 727 

UV mutagenesis, 63 

UV mutagenesis, yeast, 611 


wheat, 159 
white locus, 341 


X-rays, 273 


yeast, 49, 63, 259, 589, 611, 891 
yeast mating types, 631 

yeast mutants, 273 

yellow mutant, soybean, 985 


| 

2 


3 
| 


